
Which biomolecules do you work with? 

Are you currently using label-free techniques to measure 
biomolecular interactions? 

What is your current perception of SPR?

Location 

Sector

What is a pain-point you face in these assays and technologies 
that you wish to eliminate? 

Which of the following roadblocks do you face when measuring 
biomolecular interactions? 

About respondents

Which assays are you currently running? 

Do you use computational tools for prediction or data analysis? 

Which characteristics are most important to you when 
evaluating molecular-interaction measurement techniques? 

Why do you investigate biomolecular interactions? 

Which technologies are you using to measure 
biomolecular interactions?

Proteins

As part of our Spotlight, we surveyed our audience to find out how they measure 
biomolecular interactions. Find the results summarized below.

Small molecules 

Analyte aggregation 

Cost

High 
background/non-specific 
interactions

Software lacking transparency when 
processing data

Data analysis

Radiolabel assay 
development

The large amount of protein 
necessary to perform assays

Logistical issues w
ith 

regards to sourcing 
m

aterials 

Ease of use
79%

Thermodynamics29%

Analyte titer 

Academic
70%

CRO/CDMO
10%

Pharma/Biotech
20%

21%

Binding kinetics79%

Affinity determination 79%

Aggregation36%

Surface plasmon resonance (SPR)

Microcalorimetry

Mass spectrometry

Quartz crystal microbalance (QCM)

Molecular spectroscopy

Isothermal titration calorimetry (ITC)

Dual polarization interferometry (DPI)

Fluorescence anisotropy

Bio-layer interferometry (BLI)

43%

7%

50%

7%

21%

21%

7%

43%

31%

Drug discovery and developmentQuality control

Genomics Pathology/disease/biomarker research

ProteomicsMetabolomics

Yes

No

Key trends in the measurement 
of biomolecular interactions

It is my primary method 
for investigating 

biomolecular interactions

21%
I use it occasionally to 

investigate biomolecular 
interactions

43%

I never use it to 
investigate biomolecular 

interactions

36%

Yes

No

North America
50%

Australia
10%

Asia
10%

Europe
30%

93%

57%

50%14%

36%29%

21%

71%

29%

29%

Nucleic acids

43%

Other
(lipids, peptides)

21%

43%

57%

Which computational tools 
do you use? 

OriginLab 

IFD-MD  FEP+ Python Minitab 

GeoGebra

Throughput
29%

Label-free
29% Cost

43%

Data analysis
79%

Sensitivity
79%

Time
29%

Non-specific binding interactions
71%

Low-throughput techniques
57%

Time-consuming techniques
43%

Temperature-sensitive assays
29%

Other
29%

Postdoctoral Fellow

New techniques 
with minimal 
assistance/
information

Low signal

 Too much geared 
to high throughput

Unreliable literature 

Job

Time


